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Target Validation using Genomics and Informatics

Wellcome Genome Camps Conference Centre,

 Hinxton, Cambridge
8 – 10 December 2015

Lectures to be held in the Francis Crick Auditorium

Lunch and dinner to be held in the Hall Restaurant

Poster sessions to be held in the Forum, Conference Centre

Spoken presentations - If you are an invited speaker, or your abstract has been selected for a spoken presentation, please give an electronic version of your talk to the AV technician.

Poster presentations – If your abstract has been selected for a poster, please display this in the Conference Centre on arrival.

Conference programme
Tuesday 8 December 2015

12:30-14:00

Registration with lunch



Conference Centre
14:00-14:10
Welcome and Introductions 
Ewan Birney, EMBL-EBI, UK

14:10-15:00
Keynote Lecture
What science can do – are we approaching a new golden age for drug discovery and development?
Mene Pangalos, Astra Zeneca, UK

15:00-16:00
Session 1: Phenotypic Screens, Functional Studies and Target Deconvolution



Chair: Sally John, Biogen, USA
15:00
Modern target discovery using genomics, in vivo models and phenotypic screens
Edith Hessel, GlaxoSmithKline, UK
15:30
iPSC cellular phenotyping on surfaces 
Fiona Watt, King’s College London, UK

16:00-16:30

Afternoon Tea



Conference Centre 
16:30-17:45
Session 1 continued: Phenotypic Screens, Functional Studies and Target Deconvolution
Chair: Edith Hessel, GlaxoSmithKline, UK
16:30
Variants to Targets: translating human genetics discoveries into testable therapeutic hypotheses.

John Carulli, Biogen, USA 

17:00
Unbiased analysis of potential targets of breast cancer susceptibility loci by Capture Hi-C.




Olivia Fletcher, The Institute of Cancer Research, UK
17:15
Stepping away from the one drug, one target paradigm: phenotypic screening combined with network pharmacology





Ben Sidders, Pfizer Neusentis, UK
17:30
Screening for drug targets in intact cells by thermal proteome profiling




Dorothee Childs, EMBL, Germany
17:45-18:45

Poster Session I (odd numbers) with Drinks Reception



Conference Centre 
19:00


Dinner



Hinxton Hall Restaurant

Wednesday 9 December 2015
07:00- 09:00

Breakfast 



Hinxton Hall Restaurant


09:00-10:00

Keynote Lecture
Genomics in healthcare and research – putting the UK in the vanguard

Dame Sally Davies, Department of Health, UK

10:00-11:00

Session 2: Common and Rare Diseases
Chair: Robert Plenge, Merck, USA
10:00   Leveraging large scale genetics for target discovery
Nicole Soranzo, Wellcome Trust Sanger Institute, UK
10.30
Optimizing Target Discovery for Inflammatory Diseases
Tim Behrens, Genentech, USA
11:00.11.30

Morning Coffee 



Conference Centre Event Space
11:30-12:45

Session 2 continued: Common and Rare Diseases
Chair: Nicole Soranzo, Wellcome Trust Sanger Institute, UK
11:30
From p-values to proteins: target identification in type 2 diabetes
Mark McCarthy, Oxford Centre for Diabetes, Endocrinology and Metabolism (OCDEM), UK
12:00
Decoding Nature’s clinical trial: an integrated map of common genetic perturbations to human biology.
Chris Spencer, Genomics plc, UK
12:15
A New Drug Target Identification and Prioritisation Web Platform


Ian Dunham, EMBL-EBI, UK 

12:30
Analysis of coxibs pleiotropic molecular targets reveals novel genomic loci conferring coronary risk

Ingrid Braenne, University of Luebeck, Germany
12:45-14:00

Lunch



Hinxton Hall Restaurant
14.00-16:30
Session 3: Genetic Epidemiology
Chair: Michael Ferguson, University of Dundee, UK
14:00
What does epidemiology tell us about drug targets? 
John Danesh, University of Cambridge, UK
14:30
Mendelian randomization in target validation
George Davey Smith, University of Bristol, UK
15:00
The support of human genetic evidence for approved drug indications

 
John Whittaker, GlaxoSmithKline, UK
15:15
Lessons from 2300 deep whole genomes combined with electronic health records


Tonu Esko, University of Tartu, Estonia 
15:30-16:00

Afternoon Tea



Conference Centre
16:00-17:00
Session 3 continued: Genetic Epidemiology
Chair: John Danesh, University of Cambridge, UK
16:00
The Danish National Biobank and health register information: scale and opportunities
Mads Melbye, Biobank, Denmark
16:30
Progress in understanding the genomic landscape of osteoarthritis


Eleftheria Zeggini, Wellcome Trust Sanger Institute, UK
16:45
Leveraging Human Genetics for Drug Discovery



Heiko Runz, Merck Research Labs, USA
17:00-17:45

Free Time
17:45-18:45

Poster Session II (even numbers) with drinks reception 



Conference Centre
19:00


Conference Dinner – prompt arrival required



Hinxton Hall Restaurant
Thursday 10 December 2015
07:00 09:00

Breakfast 



Hinxton Hall Restaurant


09:00-10:30

Session 4: Cellular Cohorts and Human Knockouts
Chair: Sally John, Biogen, USA
09:00   East London Genes and Health programme, human gene knock-outs and target validation
Richard Trembath, King’s College London, UK
09:30
Using massive-scale reference databases of human genetic variation to understand gene function
Daniel MacArthur, Harvard Medical School, USA
10:00
Modelling neuronal hyperexcitability and discovering new targets for pain in vitro using iPSC-derived sensory neurons


Alex Gutteridge, Pfixer, UK
10.15
eQTL mapping to inform identification of drug targets: insights from application in disease-relevant immune contexts


Julian Knight, University of Oxford, UK
10:30-11:00

Morning Coffee 



Conference Centre 
11:00-12:30

Session 4 continued: Cellular Cohorts and Human Knockouts
Chair: Daniel McArthur, Harvard Medical School, USA
11:00
Big Data in translation medical research

Ewan Birney, EMBL-EBI, UK
11:30
Genomic regulatory architecture in human haematopoiesis links disease-associated variants with their target genes


Mikhail Spivakov, Babraham Institute, UK
11.45
Salt inducible kinases: Novel targets for modulating human immune cell function in inflammatory diseases?





Wendy Rowan, GlaxoSmithKline, UK
12:00
Gene profiling LRRK2-G2019S purified iPSC-derived dopaminergic neuronal models of Parkinson's disease for therapeutic discovery 


Caleb Webber, Oxford University, UK
12:15 
Capture Hi-C reveals a novel causal gene, IL20RA, in the pan-autoimmune genetic susceptibility region 6q23

Gisela Orozco, Arthritis Research UK Centre for Genetics and Genomics, UK
12:30-14:00
Lunch
Hinxton Hall Restaurant
14.00-16:00

Session 5: Informatics
Chair: Jeff Barrett, Wellcome Trust Genome Campus, UK

14:00
Using human genetics to find new medicines
Jeff Barrett, Wellcome Trust Sanger Institute, UK

14:30
Adapting to the terrain: approaches to phenotypic drug discovery
Andrew Hopkins, University of Dundee, UK
15:00
Summary statistics versus genotype level data to utilise genetic association and fine-mapping studies in target gene identification

Sarah Spain, Wellcome Trust Sanger Institute, UK

15.15 
A bioinformatics pipeline to identify novel synthetic lethality drug discovery targets


Phil Chapman, CRUK Manchester Institute, UK
15.30
A systematic analysis of pathways perturbed by genetics in functional genomics networks to predict likely drug targets


Kasper Lage, Massachusetts General Hospital, USA

15:45


Closing remarks



Ewan Birney, EMBL-EBI, UK



Michael Ferguson, University of Dundee, UK, 

16:15
Complimentary transport to Cambridge Train Station, City Centre, Stansted Airport and Heathrow Airport
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